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Abstract: Background: Although the integration of positron emission tomography into radiation
therapy treatment planning has become part of clinical routine, the best method for tumor delin-
eation is still a matter of debate. In this study, therefore, we analyzed a novel, radiomics-feature-
based algorithm in combination with histopathological workup for patients with non-small-cell
lung cancer. Methods: A total of 20 patients with biopsy-proven lung cancer who underwent
[18F]fluorodeoxyglucose positron emission/computed tomography (FDG-PET/CT) examination
before tumor resection were included. Tumors were segmented in positron emission tomography
(PET) data using previously reported algorithms based on three different radiomics features, as
well as a threshold-based algorithm. To obtain gold-standard results, lesions were measured after
resection. Pathological volumes and maximal diameters were then compared with the results of the
segmentation algorithms. Results: A total of 20 lesions were analyzed. For all algorithms, segmented
volumes correlated well with pathological volumes. In general, the threshold-based volumes ex-
hibited a tendency to be smaller than the radiomics-based volumes. For all lesions, conventional
threshold-based segmentation produced coefficients of variation which corresponded best with
pathologically based volumes; however, for lesions larger than 3 ccm, the algorithm based on Local
Entropy performed best, with a significantly better coefficient of variation (p = 0.0002) than the
threshold-based algorithm. Conclusions: We found that, for small lesions, results obtained using
conventional threshold-based segmentation compared well with pathological volumes. For lesions
larger than 3 ccm, the novel algorithm based on Local Entropy performed best. These findings
confirm the results of our previous phantom studies. This algorithm is therefore worthy of inclusion
in future studies for further confirmation and application.

Keywords: PET/CT; radiomics; radiation therapy treatment planning; tumor volume segmentation

1. Introduction

The integration of positron emission tomography (PET) into radiation treatment
planning, and its use in the evaluation of therapeutic results, are now essential elements of
practice for clinicians dealing with many tumor entities [1–3]. In lung cancer, especially, the
advantages of PET using [18F]fluorodeoxyglucose (FDG) have been demonstrated not only
for delineation of the primary tumor, but also for the determination of which lymph nodes
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should be included in the treatment field [4–6]. PET has also been shown to be valuable in
determining prognoses of radiation treatment, especially when used in combination with
radiomics analysis [7].

Though PET is now increasingly widely applied in radiation therapy treatment planning,
the choice of method for delineating biological target volume (BTV)—the clinical target
volume based on PET images and their quantification—remains an open question which has
been the subject of many discussions [8–12]. Methods based on fixed uptake values are now
most used; however, these are greatly limited by tumor biology and PET-imaging physics.
PET uptake values for FDG and other tracers vary considerably, depending on the biology
and heterogeneity of the tumor [13,14]. Physical aspects of PET imaging also influence such
segmentation methods as reconstruction algorithms and post-reconstruction image processing;
in addition, image noise is directly affected by the length of time between tracer injection
and image acquisition, and by the total amount of injected activity [15]. Moreover, in smaller
lesions, at least, algorithms based on uptake values are affected by partial volume effects
(PVEs), due to the limited spatial resolution and relatively high noise of the PET. PVEs are
produced because voxels at the interface between the tumor and the microenvironment are
only partially filled with signals originating from the actual tumor.

To overcome the limitations of algorithms based on fixed thresholds, new algorithms
were introduced based on relative uptakes, e.g., 40% of the maximum uptake in a lesion [16].
Such relative-threshold-based segmentation algorithms delivered good results, and were
then further improved by including the activity of the surrounding background [17]. The
next step in threshold-based segmentation methods was to introduce iterative adaptions
of the threshold for each lesion based on the measured source-to-background ratio of the
previous iteration step. This method, suggested by Jentzen and colleagues [18] is based
on curves containing the optimal threshold for a certain lesion volume and a certain level
of source-to-background activity. This threshold is then applied for the next iteration step
with the new lesion volume, and the newly measured signal-to-background ratio. Use of
this method also partially solves the problem of PVEs. However, this method does involve
one obvious disadvantage, in that the necessary curves need to be acquired beforehand,
based on phantom measurements or simulations. These curves are also strongly dependent
on the choice of PET scanner and the reconstruction methods used. Adapting this method
for a particular clinical setting is therefore time-consuming; in addition, procedures need to
be reperformed if there is a change in equipment.

Because of the limitations of threshold-based segmentation algorithms, it is important
to investigate and validate other kinds of segmentation algorithm to refine and emphasize
the diagnostic and prognostic capabilities of PET. Because human observers are better able
to discern changes in intensity variations and heterogeneity in grayscale images compared
with absolute intensity, algorithms based on quantifications of intensity changes in the
images were introduced. Geets and colleagues suggested an algorithm based on watershed
transformation of image data followed by a cluster analysis [19]. In analyses of phantom
data, this algorithm was found to deliver performance superior to that of segmentation
algorithms, based on target-to-background ratios. Similar results were reported when active
contouring algorithms were used for tumor segmentation in PET data [20]. Unfortunately,
and especially for small lesions, gradient-based algorithms and active contouring are of
limited clinical value. Another option which may be used to improve segmentation is
the inclusion of morphological imaging information, as in modern hybrid PET imaging.
Especially when PET is combined with integrated magnetic resonance imaging (MRI),
superior results may be obtained, as was reported for the algorithm developed by Rundo
and colleagues [21]. In the present study, segmentation algorithms in PET and MRI were
combined to obtain an optimal target volume which included the good spatial resolution of
MRI and the superior specificity of PET. In recent years, artificial intelligence has been used
to develop algorithms for tumor volume segmentation, which have delivered superior
performance using a combination of morphological and functional imaging. Deep learning
has shown promising results, for example, in the feasibility study conducted by Chen et al.
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in which prior anatomic information was included [22]. In addition, Li and colleagues
reported an especially interesting use of deep-learning-based segmentation in which CT
and PET information were also used [23]. However, even mature methods involving
artificial intelligence or machine learning algorithms face the challenge that, in order to be
applied in clinical praxis, extensive clinical validation is required for a sufficiently high
number of patients in the learning group, as well as a sufficient variety of conditions and
lesions. An overview over the different segmentation algorithms is given in Table 1.

Table 1. Overview of literature on tumor volume segmentation mentioned in the Introduction.

Paper Comments

Threshold-based
segmentation [12,13,16] Stable; fixed uptake threshold does not represent variability of glucose metabolism;

problem with highly variable background depending on lesion location

Threshold-based with
background adaption [17,18]

Takes into account variations in lesion uptake and background; limited efficacy
with heterogeneous tumors; strongly dependent on the system and reconstruction
algorithm

Gradient-based algorithms [19,20] Closer to human observation, i.e., looks into changes in imaging more than
intensity; use in practice limited to small lesions

Combination of functional
and morphological imaging [21] Seems to work well in special applications but limited data available; requires

high-quality anatomical data, preferably MRI

Segmentation based on
machine learning [22,23] Promising results, but many open questions concerning standardization; large

data sets necessary for training

Proposed method:
Radiomics-based

Expected advantages

- no larger datasets for training necessary as in AI application
- represents tumor biology as tumor heterogeneity is used as measure

Therefore, there is still a need for alternative approaches and clinical decisions which
might make valuable contributions to the enlargement of the learning group. Segmentation
algorithms based on texture analysis may provide additional information about the hetero-
geneity of the tumor, and contribute to the quantization of tumor volume. In a previous
paper, we presented a segmentation algorithm based on textural features and reported
promising results based on phantom data [24]. In addition, other studies have shown the
importance of radiomics analysis in lung cancer medicine [25,26].

Textural features are used to describe heterogeneity; these are derived from statistics-
based methods, and are based on calculations of the local features at each pixel in the image,
as well as their distribution. The segmentation algorithm proposed and described in our
previous study [24] was based on a region-growing algorithm. The basic idea is that the
growing of the region is ongoing until the stop criterion is reached. This stop criterion is
defined as a threshold of three textural parameters: Kurtosis (KU), Local Entropy (LE), and
Long-Zone Emphasis (LZE). These parameters were found to be suitable in a previous
analysis [27]. With regard to textural features, the tumor size may also be of importance.
Brooks et al. showed that heterogeneity measures could be very sensitive to volume in the
case of smaller (<45 ccm) tumors because of the limited spatial resolution of current PET
scanners [28].

In general, the evaluation and validation of tumor segmentation approaches is a diffi-
cult topic. Often, segmentation algorithms are initially validated using physical phantoms
or simulated phantom data with known lesion sizes. In phantom studies, even heteroge-
neous lesions have been shown to validate segmentation algorithms [9,29]. In other studies,
segmented tumor volumes have been compared with volumes delineated in other imaging
modalities as CT or MRI. However, it is a critical matter of debate whether tumor volumes
detected in one imaging modality can be validated using another one. This is especially
a matter of concern because, in functional imaging such as PET, other tumor features are
imaged as in morphological imaging such as CT and MRI. In addition, several limitations
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are associated with imaging in general. In light of such problems as spatial resolution,
partial volume effects, and microscopic tumor infiltration at tumor borders, amongst others,
the gold-standard method for estimating tumor volume seems to be the measurement
of the tumor by a pathologist after the tumor is removed, as previously reported [30,31].
However, even this method involves limitations, as changes in the tumor tissue may occur
after resection. In prostate specimens, for example, a shrinkage factor ranging from 0.50 to
1.13 after fixation in formalin was reported by the authors of [32]. In fresh or fresh-frozen
specimens, however, this problem does not arise in any meaningful way; these kinds of
specimens should therefore be preferred for the measurement of tumor size [33].

In this study, we continued our validation of proposed tumor segmentation methods
and applied our previously reported algorithm to patients who underwent FDG-PET/CT
examination before total resection of a non-small-cell lung cancer tumor. The results
obtained were then compared with histopathology. After resection, the sizes of lesions were
measured by an experienced pathologist before any fixation was performed. To the best of
our knowledge, there have been only a limited number of studies in which texture-based
segmentation algorithms have been tested by comparison with phantom measurements
and with histopathology.

Because threshold-based algorithms are still widely used in clinical practice, a threshold-
based algorithm was applied to the PET data for comparison with the proposed algorithms.

In brief, in this paper, we describe and validate a simple segmentation algorithm which
delivers better performance than conventional, threshold-based algorithms, without the
above-mentioned limitations associated with machine learning and artificial intelligence.
The proposed algorithm may therefore be seen as closing the gap between these two groups
of algorithms.

2. Materials and Methods
2.1. Patient Population

A total of 20 patients (14 male, 6 female, mean age 69 yrs, range 58–83 yrs) were
included in this analytic study. All individuals had biopsy-proven lung cancer scheduled
for primary surgical resection with curative intent and pretherapeutic FDG-PET/CT for
initial staging and, especially, exclusion of distant metastases. None of the patients had
previously undergone surgery or radiation treatment of the lung, and none had received
any systemic antitumor treatment. All patients gave written and informed consent for all
imaging procedures, and all agreed that data would be retrospectively evaluated on an
anonymized basis.

All procedures involving human participants were performed in accordance with the
ethical standards of the institutional and/or national research committee, and also with the
1964 Helsinki Declaration and its later amendments or comparable ethical standards. Due
to the retrospective character of the data analysis, the requirement for an ethical statement
was waived by the institutional review board, according to the professional regulations of
the medical board of the state of Nordrhein-Westfalen, Germany.

2.2. Imaging

Image data were acquired using a Biograph 2 PET/CT scanner (Siemens Healthineers,
Erlangen, Germany). Patients fasted for at least 6 h prior to an intravenous injection of
between 272 MBq and 388 MBq (mean 351 MBq) of FDG, depending on body weight.
Plasma blood glucose levels before injection were between 70 mg/dL and 166 mg/dL
(mean 102 mg/dL). At a timepoint between 58 min and 129 min (mean 76 min) after the
injection, a low-dose CT (16 mAs, 130 kV) from skull base to mid-thigh was acquired. The
PET scan was acquired over the same area, with 3 or 4 min per bed position, depending on
the body weight of the patient. CT data were reconstructed in 512-by-512 matrices with
5 mm slice thickness. PET data were reconstructed in 128-by-128 matrices with 5 mm slice
thickness. An attenuation-weighted ordered-subsets expectation-maximization algorithm
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was utilized for attenuation and scatter corrections in line with manufacturer’s instructions.
A 5 mm Gaussian post-reconstruction filter was applied to the images for smoothing.

2.3. Target Volume Segmentation

All segmentation was performed using software developed in-house (IDL, Version 8.5,
Harris Corporation, Broomfield, CO, USA). The radiomics-based tumor volume segmentation
algorithms were used in context with three textural parameters, Kurtosis (KU), Local Entropy
(LE), and Long Zone Emphasis (LZE), as described previously [24]. In another previous
work, these parameters were shown to be able to distinguish tumoral tissue from normal lung
tissue [27]. The parameters were calculated according to the following equations:

KU =
1
N

N

∑
i=1

(
xi − X
stdv

)
(1)

LE =
M

∑
i=1

M

∑
j=1

M1ij·lg
(

Mij
)

(2)

LZE =
∑M

i=1 ∑N
j=1 M4ij·j2

∑N
i=1 ∑M

j=1 M4ij
(3)

where n is the number of voxels of the volume in which the parameter needs to be calculated, xi
is the i-th voxel of this volume, X is the mean voxel value in this volume, stdv is the standard
deviation within this volume, M1 is the co-occurrence matrix, and M4 is the gray-level size zone
matrix or intensity size zone matrix of this volume, as defined, e.g., in [34,35].

The algorithms were described in detail in a previous work [24]. In brief, the segmen-
tation algorithm is based on a region-growing algorithm, the basic idea of which is that
a volume is allowed to iteratively grow a until a predefined stop criterion is reached. In
the present work, this stop criterion was defined as a threshold of the parameters KU, LE,
and LZE. The segmentation was performed in an interactive way, starting from a volume
defined by interaction of the user with the interface (the user clicked in the center of the
lesion to be delineated). Finally, the segmented volume was visualized to the user for
control, with volume being additionally provided, along with the maximal diameter of the
lesion. For comparison, a standard segmentation algorithm based on a variable threshold
of 40% of the maximum uptake was implemented as well. This algorithm was chosen
because it is still widely used, especially in lung cancer [36].

2.4. Pathological Workup

All included patients underwent lobectomy or pneumonectomy for complete resection
of the primary lung tumor. To maintain lesion orientation and location, the specimen was
marked with dice directly after removal, and subsequently transferred to the Department of
Pathology at the medical center of the University of Bonn. There, the tumor was measured
in three axes before any further processing or fixation was carried out; this was to avoid
the shrinkage effects mentioned above. Based on these values, and assuming an ellipsoid
lesion shape, the tumor volume was then calculated.

2.5. Statistical Analysis

Volumes segmented in the pathological workup were correlated with the volumes of
the four segmentation algorithms as well as maximum diameters. The Pearson correlation
coefficient (r) was then calculated, and scatter plots were produced for visualization.
Bland–Altman plots were created for relative differences among these data, including
upper and lower levels of agreement [37,38]. In addition, coefficients of variation were
determined using the root-mean-square method (COV in %); these were assessed according
to Hyslop and White [39]. For comparison of different COVs, the method reported by
Forkmann was used [40]. All statistical analyses were performed using MedCalc (version
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22.013, MedCalc Mariakerke, Belgium). Results were presented in the form of mean value,
standard deviation, and range.

3. Results

In the pathological workup, 23 lesions were identified in the 20 patients; all of them
were diagnosed previously in the FDG-PET/CT images. One patient with a single lesion was
excluded from the analysis because he was operated upon twice. In the first resection, the
complete tumor was not assessed; therefore, we did not have a single pathological specimen
for further workup. Two other lesions, one with a volume of 0.1 ccm (0.5 cm diameter) and
another with a volume of 0.3 ccm (1.3 cm × 0.7 cm × 0.5 cm), were excluded as the number of
voxels which they filled was too small for an adequate calculation of the textural features. The
remaining 20 lesions had pathological volumes ranging between 0.7 ccm and 737.9 ccm (mean
59.9 ccm ± 164.9 ccm standard deviation) and maximum diameters of 11 mm to 125 mm (mean
38 mm ± 27.3 mm standard deviation).

The KU-based and LE-based algorithms, as well as the threshold-based algorithm,
were able to segment all of the investigated 20 lesions. The LZE-based algorithm failed in
segmentation of the two smallest lesions (0.7 ccm and 1.9 ccm). All segmented volumes
correlated very well with pathological volumes as well as with maximum diameters
(Figures 1 and 2).

The mean segmented volume of the LE-based algorithm was 61.2 ccm ± 166.3
(mean ± standard deviation), with a range from 1.5 ccm to 745.0 ccm; this mean value was
closest to the pathological volume, with a relative difference of 17.9%. The second closest value was
that of the threshold-based algorithm, with a mean segmented volume of 56.2 ccm ± 150.2 ccm
(range 0.6 ccm to 663.0 ccm), and a relative difference of 22.4%.
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Figure 1. Correlations of different segmented volumes with pathological tumor volumes. Excellent
correlations were found between pathological volumes and volumes of all segmentation algorithms.

Although threshold-based volumes have a tendency to be smaller than pathological
volumes, the radiomics-based volumes were larger on average. Regarding COVs for
segmented volumes, threshold-based segmentation delivered the best result of 16.2%.
Ranking second, but with a result which was significantly poorer statistically (p = 0.049), was
the LE-based algorithm, with a COV of 26.2%. More details, including the results for KU-
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based and LZE-based segmentation, both of which performed more poorly than threshold-
based and LE-based segmentation, can be found in Table 2. Regarding the maximum
diameter of the segmented volumes, the threshold-based algorithm again performed best,
with a mean diameter of 36 mm ± 25 mm, values which ranged from 11 mm to 109 mm, a
mean relative difference of 10.8% compared with the pathological diameter, and a COV
of 9.1%. The next-ranked results for COVs were 16.2% for the LZE-based segmentation,
and 16.3% for the LE-based segmentation. Both these results were significantly better
statistically (p = 0.016) than the result for threshold-based segmentation. Detailed results
for maximum diameters can be found in Table 3. These results are in accordance with the
Bland–Altman plots that are shown in Figures 3 and 4. One patient example can be found
in Figure 5.
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Figure 2. Correlations of different maximum diameters of the various segmentation algorithms
with maximum diameters of the pathological workup. Excellent correlations were found between
pathological maximum diameters and the maximum diameters of all segmentation algorithms.

Table 2. Head-to-head comparison of segmented volumes with gold-standard pathological volumes
for all lesions (n = 20) and lesions larger than 3 ccm (n = 14). Values are given for mean value and
range, along with respective mean relative difference and range, Pearson correlation coefficient
(r), and coefficient of variation (COV). While all algorithms based on textural features had a mean
segmented volume greater than the pathological volume, that of the threshold-based algorithm was
lower. All algorithms showed very good correlation with pathological volume. Regarding COV,
the best results were those of the threshold-based segmentation; however, taking into account only
lesions larger than 3 ccm, segmentation based on LE showed significantly better results (p = 0.018).

Mean Pathological
Volume [mL]

Mean Segmented
Volume [mL]

Relative
Difference [%] r COV [%]

All lesions (n = 20 (18) *)
Volume Threshold-based 59.9 (0.7–737.9) 56.2 (0.6–663.0) 22.4 (5.0–62.7) 0.997 16.2

Volume KU-based 59.9 (0.7–737.9) 64.9 (3.5–782.9) 31.2 (0.7–80.0) 0.999 44.6
Volume LE-based 59.9 (0.7–737.9) 61.2(1.5–745.0) 17.9 (0.9–60.9) 0.999 26.2

Volume LZE-based 59.9 (0.7–737.9) 70.0 (3.1–749.1) 24.8 (0.8–82.4) 0.999 32.8
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Table 2. Cont.

Mean Pathological
Volume [mL]

Mean Segmented
Volume [mL]

Relative
Difference [%] r COV [%]

Lesions > 3 ccm (n = 14) **
Volume Threshold-based 84.9 (3.1–737.9) 79.5 (2.5–663.0) 22.1 (5.0–62.7) 0.997 16.8

Volume KU-based 84.9 (3.1–737.9) 90.5 (4.2–782.9) 16.2 (0.7–63.1) 0.999 20.6
Volume LE-based 84.9 (3.1–737.9) 86.1 (4.1–745.0) 7.2 (0.9–31.1) 0.999 8.3

Volume LZE-based 84.9 (3.1–737.9) 88.9 (3.3–749.1) 17.5 (0.8–39.8) 0.999 17.7

Lesions > 45 ccm (n = 3) **
Volume Threshold-based 324.3 (47.7–737.9) 310.9 (59.2–663.0) 13.9 (11.1–19.3) 0.999 10.8

Volume KU-based 324.3 (47.7–737.9) 348.2 (55.9–782.9) 9.7 (5.8–14.5) 0.999 7.8
Volume LE-based 324.3 (47.7–737.9) 327.7 (49.0–745.0) 1.4 (0.9–2.5) 0.999 1.2

Volume LZE-based 324.3 (47.7–737.9) 333.9 (51.6–749.1) 5.2 (1.5–7.4) 0.999 4.3

* n = 20 for threshold-based, KU-based, and LE-based segmentation; n = 18 for LZE-based segmentation.
** For selection of the lesions, the pathological volume was used.

Table 3. Head-to-head comparison of diameters of segmented volumes with gold-standard diameters
of pathological volumes for all lesions (n = 20) and lesions larger than 3 ccm (n = 14). Values
are given for mean and range, along with respective mean relative difference and range, Pearson
correlation coefficient (r), and coefficient of variation (COV). As with volumes, the diameters obtained
using the threshold-based segmentation were lower than those obtained using radiomics-based
segmentation. While Pearson correlations were good in all cases, the best COV results for all lesions
were those of threshold-based segmentation; for lesions larger than 3 ccm, threshold-based and
LE-based segmentation were both good, without significant difference (p = 0.78).

Mean Pathological
Maximum Diameter

[mm]

Mean Segmented
Maximum Diameter

[mm]

Relative
Difference [%] r COV [%]

All lesions (n = 20 (18) *)
Volume Threshold-based 38 (11–125) 36 (11–109) 10.8 (1.8–22.0) 0.989 9.1

Volume KU-based 38 (11–125) 42 (17–136) 18.3 (0.0–56.0) 0.981 18.1
Volume LE-based 38 (11–125) 42 (17–130) 16.2 (3.0–42.1) 0.987 16.3

Volume LZE-based 38 (11–125) 44 (12–122) 17.2 (0.0–50.0) 0.968 16.2

Lesions > 3 ccm (n = 14) **
Volume Threshold-based 47 (18–125) 46 (21–109) 10.4 (1.8–20.7) 0.973 8.6

Volume KU-based 47 (18–125) 51 (19–136) 14.9 (2.0–29.0) 0.983 11.6
Volume LE-based 47 (18–125) 51 (20–130) 10.7 (3.0–21.4) 0.987 9.3

Volume LZE-based 47 (18–125) 51 (12–122) 16.5 (0.0–50.0) 0.960 15.8

Lesions > 45 ccm (n = 3) **
Volume Threshold-based 87 (65–125) 81 (66–109) 8.4 (3.1–14.7) 0.994 6.4

Volume KU-based 87 (65–125) 97 (75–136) 11.1 (8.1–12.8) 0.999 8.5
Volume LE-based 87 (65–125) 93 (67–130) 6.4 (3.0–12.4) 0.993 5.7

Volume LZE-based 87 (65–125) 92 (68–122) 8.0 (2.5–17.2) 0.972 7.9

* n = 20 for threshold-based, KU-based, and LE-based segmentation; n = 18 for LZE-based segmentation.
** For the selection of the lesions, the pathological volume was used.

In addition, we performed two sub-analyses: for lesions larger than 3 ccm in pathological
volume (n = 14), and for lesions larger than 45 ccm in pathological volume (n = 3).

In our analysis of lesions larger than 3 ccm, we found that LE-based segmentation
produced a COV of 8.3%, a result which was statistically significantly better (p = 0.0002)
than the figure of 26.2% for all lesions. This COV of 8.3% was also significantly better
(p = 0.018) than that of the threshold-based algorithm which did not show any significant
(p = 0.86) difference between its COV for lesions larger than 3 ccm (16.8%) and that for
all lesions (16.2%). In addition, both KU-based and LZE-based segmentation produced
significantly improved results for lesions larger than 3 ccm; however, these results were
still not as good as those of LE-based segmentation.
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Figure 3. Bland–Altman plots for relative values of pathological volumes, compared with volumes
segmented by the different algorithms. In agreement with other results, for larger lesions, the better
the results, i.e., those with the lowest relative difference from pathological volume were found for
the LE-based segmentation algorithm. For smaller lesions, threshold-based segmentation delivered
better performance. KU- and LZE-based segmentation showed poorer results, but still exhibited the
tendency for better agreement with larger volumes.
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Figure 4. Bland–Altman plots for relative values of pathological maximum diameters, compared
with the maximum diameters obtained using the different segmentation methods. In agreement
with other results, for larger lesions, similar results were found for threshold-based segmentation as
well as KU- and LE-based segmentation. In the smaller lesions, the best results were found for the
threshold-based segmentation.
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Figure 5. Example of a segmented lung lesion (in red) in FDG-PET for the four different segmentation
algorithms with (A) showing the maximal intension projection of the patient. The pathological
volume was measured as 38.8 ccm, which was most closely matched by the LE-based segmentation
with 41.0 ccm (D) and the LZE-based segmentation with 39.1 ccm (E). As was the case for average
values, in this case the threshold-based segmentation showed a volume of 31.1 ccm (B) which was
smaller than the pathological volume, while the r-based segmentations showed a larger volume. The
volume obtained using the KU-based segmentation was largest, at 49.2 ccm (C).

Regarding maximum diameters, we found that both LE-based and KU-based segmen-
tation delivered improved COVs for the subgroup with lesions larger than 3 ccm. As with
the results for the segmented volume, the COV for the LE-based segmentation improved
significantly (p = 0.046) from 16.3% to 9.3% when only the group of larger lesions was
taken into account. However, in terms of maximum diameter, there were no significant
differences among the COVs of the threshold-based segmentation (8.6%), the KU-based
segmentation (11.6%), and the LE-based segmentation (9.3%); only the LZE-based segmen-
tation showed a significantly poorer COV result. Details about the subgroup analysis can
be found in Tables 1 and 2.

For lesions larger than 45 ccm, the LE-based segmentation showed a statistically
significantly (p = 0.005) improved COV of 1.2%, compared with 26.2% for all lesions. The
COV of the LZE-based segmentation also improved to a statistically significant degree,
but was still not as good as that of the LE-based segmentation. The COV of the KU-
based algorithm also improved, but without reaching statistical significance. For the three
lesions larger than 45 ccm, only the LE-based algorithm had a COV which was statistically
significantly better than that of threshold-based segmentation, a result most likely due to
the low number of patients (n = 3) in this group.

For lesions larger than 45 ccm, we found that, for maximum diameter, the COVs had a
tendency to improve, compared with the group of all lesions; however, a level of statistical
significance was not reached, most likely due to the very limited number of lesions (n = 3)
in this group. For maximum diameters, there were no significant differences among the
COVs of the threshold-based segmentation (6.4%), the KU-based segmentation (8.5%), the
LE-based segmentation (5.7%), and the LZE-based segmentation (7.9%).

4. Discussion

In PET imaging, the tumor data are given as a distribution of activity concentrations
that correlate with the biology of the tumor, e.g., glucose metabolism in the case of FDG-PET.
Radiomics analysis is a method for quantifying the heterogeneity (“texture”) of the tumor
with various applications in medical imaging. In a previous paper, we reported a radiomics-
features-based tumor volume segmentation in FDG-PET/CT [24]. In this previous work,
the algorithm was successfully validated using phantom data, and feasibility was tested
in some patient data sets. Phantom measurements are an important step in the testing of
segmentation algorithms, because of the absence of biological variability that is always
present in human studies. In these phantom studies, we found that segmentation based
on Local Entropy provided the best results. The main objective of the present study



Diagnostics 2024, 14, 2654 11 of 15

was to quantitatively evaluate three models for radiomics-features-based tumor volume
segmentation through a systematic validation using histopathology as the gold standard.
Using histopathology as the gold standard should be more sophisticated than comparing
volumes with other imaging modalities such as CT or MRI, which are often used in studies
such as these; this is because functional imaging such as PET provides imaging information
different to that of morphological imaging modalities.

In this analysis of 20 FDG-positive lesions, the algorithms based on LE and KU
performed well; both were able to segment all lesions as well as the threshold-based
algorithm. However, the LZE-based algorithm failed in segmentation of two small lesions
with a pathological volume of less than 2 ccm. In accordance with the results of the phantom
analysis, we found that all radiomics-features-based algorithms exhibit a tendency to result
in volumes larger than real volumes. This tendency can be explained by the nature of the
algorithm and the definition of the stop criteria at the point when the defined threshold is
crossed. This may result in a serious bias in the case of small lesions. This is in accordance
with our finding that, for lesions overall, the threshold-based algorithm delivered COVs
which were significantly better statistically, compared with histopathological diameters
and volumes. However, when lesions smaller than 3 ccm were excluded, we found that the
radiomics-features-based algorithm delivered significantly improved results. Regarding
comparison with pathological volumes, in the subgroup with larger lesions we found
that the LE-based algorithm had a COV which was significantly better statistically than
all other algorithms. In terms of other textural features, the KU-based and LZE-based
algorithms had higher COVs, accordingly. These results confirm the second-order-kinetics
LE-based algorithm as a robust measure of uptake heterogeneity, especially for lesions
with volumes larger than 3 ccm or even larger than 45 ccm. The first-order-statistics KU-
based and higher-order LZE-based models both exhibited statistically acceptable levels
of agreement with histopathological volumes, but both performed more poorly than the
LE-based model in this regard. Based on these results, one may speculate that these
higher-order features exhibit greater instability with respect to sizes of actual lesions,
and that statistical fluctuations are perhaps more critical. The performance of LZE-based
segmentation seems to be especially suboptimal in this regard, most likely due to the
features of the algorithm itself.

Regarding comparisons with maximum diameters, we found no statistically significant
differences among the COVs of the threshold-based, the LE-based, and the KU-based
algorithms; only the LZE-based algorithm showed a COV which was significantly worse
statistically. Therefore, we may conclude that, for lesions larger than 3 ccm, a radiomics-
features-based segmentation using Local Entropy as a parameter results in more precise
segmentation of the macroscopic tumor volume in NSCLC lesions than conventional
threshold-based segmentation algorithms. However, for small lesions, a threshold-based
segmentation seems to be a more favorable option. These results may be included in future
(semi-)automatic algorithms using the optimal algorithm based on lesion size.

The size of the tumor is very important when quantifying texture based on spatial
patterns and intensity variations in PET image data. For this reason, in the present study,
we analyzed tumors with volumes larger than 45 ccm. As expected, in comparisons with
pathological volumes, the best results were obtained for tumors of this size. In this regard,
the LE-based algorithm ranked first, with a COV which was statistically significantly better
than those of all other algorithms, followed by the KU-based and LZE-based algorithms.

These results confirm the second-order-kinetics LE-based algorithm as a robust method
for segmentation, especially for larger lesions. The first-order-statistics KU-based and higher-
order LZE-based models both exhibited statistically acceptable levels of agreement with the
histological volume, but both performed less well than the LE-based model in this regard.

The results obtained in this study from comparisons with histological volumes are in
agreement with the findings of our previous phantom study [24]. We complemented our
analyses of the reliability and robustness of the three textural parameters by retrospectively
using a conventional measurement of lesions which was made by a pathologist when
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specimens arrived at the Department of Pathology. These measurements were taken
before any fixation of material, so shrinkage effects should have been negligible [33].
However, more detailed measurements can be taken in a prospective setting. Moreover,
for pathological volumes, we used macroscopic tumor volumes. However, if we were
to consider applying the findings of the present study to radiation therapy treatment,
an understanding of microscopic tumor volumes might be interesting for comparative
purposes. However, this would require whole-mount pathology of the whole tumor, which
was not available in this retrospective study, but may be an option in a future prospective
work. For this reason, the present work should be seen as a feasibility study, and studies
including more tumors of various sizes must be included to further validate this algorithm.

However, any proposed techniques which use radiomics analysis or machine learning
implementations need careful validation. In light of this, another limitation of the present
study, and also of the previously reported phantom study, is that all data acquisition
was carried out on the same PET scanner using similar acquisition protocols, in order to
focus on the analysis of the textural parameters. Any transfer of the algorithm to other
systems would require a process of checking and validating to be carried out before further
application. Standardization in radiomics analysis is a widely discussed topic, and various
suggestions regarding such standardization have been reported [41,42]. Efforts have been
made towards standardization, especially in gray-level-matrix-based radiomics, as used
partly in this paper [43]. Although beyond the scope of this work, next steps might involve
application of data from other PET systems as well as methods for standardization, perhaps
even including (semi-)automatic steps to minimize work and further improve the relevance
of the method.

In spite of these limitations, the results of our study show that the proposed segmenta-
tion algorithm based on the radiomics feature Local Entropy is a promising candidate for
tumor volume segmentation in FDG-PET/CT; as such, it is worthy of further validation
and use for other tumor entities.

5. Conclusions

The aim of the present work was to validate a novel textural-feature-based segmenta-
tion algorithm using histological volume as a gold standard, to further validate the results
of our previous phantom study.

For small lung cancer lesions, conventional, threshold-based segmentation showed
good results when compared with pathological volume; for lesions larger than 3 ccm, the
novel algorithm based on Local Entropy performed best. This confirms and completes
the results of our previous phantom studies. This novel algorithm is worthy of further
validation in studies which take into account a greater variety of lesions, different scanner
systems, and other tumor entities. It may also be included in future prospective studies for
further validation.

Author Contributions: L.B.: coding of the algorithms, data analysis, and writing of the manuscript.
J.B.: study concept, surgical workup, tumor resection. M.T.: study concept, pathological workup,
providing pathological data, correcting the manuscript. J.S.: surgical workup, tumor resection.
G.K.: pathological workup, providing pathological data. M.E.: study concept and correcting the
manuscript. R.A.B.: study concept and supervision, and correcting the manuscript. V.P.: study
concept and supervision, and correcting the manuscript. All authors have read and agreed to the
published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: All procedures in studies involving human participants were
performed in accordance with the ethical standards of the institutional and/or national research
committee and with the 1964 Helsinki Declaration and its later amendments or comparable ethical
standards. Due to the retrospective character of the data analysis, the requirement for an ethical
statement was waived by the institutional review board of the Medical Faculty of the University of
Bonn, according to the local regulations (Heilberufegesetz NRW).



Diagnostics 2024, 14, 2654 13 of 15

Informed Consent Statement: All patients gave written and informed consent for all imaging
procedures, and agreed to the use of their data in a retrospective evaluation on an anonymized basis.

Data Availability Statement: Because of German regulations regarding data protection, we cannot
make patient data available online or send it. However, all data are available for revision on-site. Due
to industrial collaboration and potential patent applications, we cannot make code available.

Conflicts of Interest: R.B. is a consultant for Bayer Healthcare (Leverkusen, Germany), Eisai GmbH
(Frankfurt, Germany), and Novartis (Nürnberg, Germany). R.B. has a non-commercial research
agreement with Mediso Medical Imaging (Budapest, Hungary), and is on their speakers’ list. R.B.
received travel support form BlueEarth Diagnostics (Oxford, UK). M.E. is a consultant for Bayer
Healthcare (Leverkusen, Germany), Eisai GmbH (Frankfurt, Germany), IPSEN, and Novartis. All
other authors declare that that they have no conflicts of interest, and all give consent for scientific
analysis and publication.

References
1. Unterrainer, M.; Eze, C.; Ilhan, H.; Marschner, S.; Roengvoraphoj, O.; Schmidt-Hegemann, N.S.; Walter, F.; Kunz, W.G.;

Rosenschöld, P.M.; Jeraj, R.; et al. Recent advances of PET imaging in clinical radiation oncology. Radiat. Oncol. 2020, 15, 88.
[CrossRef] [PubMed]

2. Fonti, R.; Conson, M.; Del Vecchio, S. PET/CT in radiation oncology. Semin. Oncol. 2019, 46, 202–209. [CrossRef] [PubMed]
3. Laack, N.N.; Pafundi, D.; Anderson, S.K.; Kaufmann, T.; Lowe, V.; Hunt, C.; Vogen, D.; Yan, E.; Sarkaria, J.; Brown, P.; et al. Initial

Results of a Phase 2 Trial of (18)F-DOPA PET-Guided Dose-Escalated Radiation Therapy for Glioblastoma. Int. J. Radiat. Oncol.
Biol. Phys. 2021, 110, 1383–1395. [CrossRef] [PubMed]

4. Ganem, J.; Thureau, S.; Gardin, I.; Modzelewski, R.; Hapdey, S.; Vera, P. Delineation of lung cancer with FDG PET/CT during
radiation therapy. Radiat. Oncol. 2018, 13, 219. [CrossRef]

5. Mac Manus, M.P.; Hicks, R.J. Impact of PET on radiation therapy planning in lung cancer. Radiol. Clin. N. Am. 2007, 45, 627–638.
[CrossRef]

6. Nestle, U.; Schimek-Jasch, T.; Kremp, S.; Schaefer-Schuler, A.; Mix, M.; Kusters, A.; Tosch, M.; Hehr, T.; Eschmann, S.M.; Bultel, Y.P.;
et al. Imaging-based target volume reduction in chemoradiotherapy for locally advanced non-small-cell lung cancer (PET-Plan):
A multicentre, open-label, randomised, controlled trial. Lancet Oncol. 2020, 21, 581–592. [CrossRef]

7. Pyka, T.; Bundschuh, R.A.; Andratschke, N.; Mayer, B.; Specht, H.M.; Papp, L.; Zsoter, N.; Essler, M. Textural features in
pre-treatment [F18]-FDG-PET/CT are correlated with risk of local recurrence and disease-specific survival in early stage NSCLC
patients receiving primary stereotactic radiation therapy. Radiat. Oncol. 2015, 10, 100. [CrossRef]

8. Vees, H.; Senthamizhchelvan, S.; Miralbell, R.; Weber, D.C.; Ratib, O.; Zaidi, H. Assessment of various strategies for 18F-FET
PET-guided delineation of target volumes in high-grade glioma patients. Eur. J. Nucl. Med. Mol. Imaging 2009, 36, 182–193.
[CrossRef]

9. Bundschuh, R.A.; Delso, G.; Essler, M.; Martínez-Möller, A.; Astner, S.T.; Nekolla, S.G.; Ziegler, S.I.; Schwaiger, M. Biological
target volume for lesions with inhomogeneous activity distribution in PET. Radiother. Oncol. 2008, 88, S31.

10. Milker-Zabel, S.; Zabel-du Bois, A.; Henze, M.; Huber, P.; Schulz-Ertner, D.; Hoess, A.; Haberkorn, U.; Debus, J. Improved target
volume definition for fractionated stereotactic radiotherapy in patients with intracranial meningiomas by correlation of CT, MRI,
and [68Ga]-DOTATOC-PET. Int. J. Radiat. Oncol. Biol. Phys. 2006, 65, 222–227. [CrossRef]

11. Hatt, M.; Lee, J.A.; Schmidtlein, C.R.; Naqa, I.E.; Caldwell, C.; De Bernardi, E.; Lu, W.; Das, S.; Geets, X.; Gregoire, V.;
et al. Classification and evaluation strategies of auto-segmentation approaches for PET: Report of AAPM task group No. 211.
Med. Phys. 2017, 44, e1–e42. [CrossRef] [PubMed]

12. Mercieca, S.; Belderbos, J.S.A.; van Herk, M. Challenges in the target volume definition of lung cancer radiotherapy. Transl. Lung
Cancer Res. 2021, 10, 1983–1998. [CrossRef] [PubMed]

13. Zhuang, M.; Garcia, D.V.; Kramer, G.M.; Frings, V.; Smit, E.F.; Dierckx, R.; Hoekstra, O.S.; Boellaard, R. Variability and
Repeatability of Quantitative Uptake Metrics in (18)F-FDG PET/CT of Non-Small Cell Lung Cancer: Impact of Segmentation
Method, Uptake Interval, and Reconstruction Protocol. J. Nucl. Med. 2019, 60, 600–607. [CrossRef] [PubMed]

14. Thie, J.A. Understanding the standardized uptake value, its methods, and implications for usage. J. Nucl. Med. 2004, 45,
1431–1434.

15. Boellaard, R.; Krak, N.C.; Hoekstra, O.S.; Lammertsma, A.A. Effects of noise, image resolution, and ROI definition on the accuracy
of standard uptake values: A simulation study. J. Nucl. Med. 2004, 45, 1519–1527.

16. Nestle, U.; Kremp, S.; Schaefer-Schuler, A.; Sebastian-Welsch, C.; Hellwig, D.; Rübe, C.; Kirsch, C.-M. Comparison of Different
Methods for Delineation of 18F-FDG PET-Positive Tissue for Target Volume Definition in Radiotherapy of Patients with Non-Small
Cell Lung Cancer. J. Nucl. Med. 2005, 46, 1342–1348.

17. Daisne, J.F.; Sibomana, M.; Bol, A.; Doumont, T.; Lonneux, M.; Gregoire, V. Tri-dimensional automatic segmentation of PET
volumes based on measured source-to-background ratios: Influence of reconstruction algorithms. Radiother. Oncol. 2003, 69,
247–250. [CrossRef]

https://doi.org/10.1186/s13014-020-01519-1
https://www.ncbi.nlm.nih.gov/pubmed/32317029
https://doi.org/10.1053/j.seminoncol.2019.07.001
https://www.ncbi.nlm.nih.gov/pubmed/31378377
https://doi.org/10.1016/j.ijrobp.2021.03.032
https://www.ncbi.nlm.nih.gov/pubmed/33771703
https://doi.org/10.1186/s13014-018-1163-2
https://doi.org/10.1016/j.rcl.2007.05.002
https://doi.org/10.1016/S1470-2045(20)30013-9
https://doi.org/10.1186/s13014-015-0407-7
https://doi.org/10.1007/s00259-008-0943-6
https://doi.org/10.1016/j.ijrobp.2005.12.006
https://doi.org/10.1002/mp.12124
https://www.ncbi.nlm.nih.gov/pubmed/28120467
https://doi.org/10.21037/tlcr-20-627
https://www.ncbi.nlm.nih.gov/pubmed/34012808
https://doi.org/10.2967/jnumed.118.216028
https://www.ncbi.nlm.nih.gov/pubmed/30389824
https://doi.org/10.1016/S0167-8140(03)00270-6


Diagnostics 2024, 14, 2654 14 of 15

18. Jentzen, W.; Freudenberg, L.; Eising, E.G.; Heinze, M.; Brandau, W.; Bockisch, A. Segmentation of PET volumes by iterative image
thresholding. J. Nucl. Med. 2007, 48, 108–114.

19. Geets, X.; Lee, J.A.; Bol, A.; Lonneux, M.; Gregoire, V. A gradient-based method for segmenting FDG-PET images: Methodology
and validation. Eur. J. Nucl. Med. Mol. Imaging 2007, 34, 1427–1438. [CrossRef]

20. Besson, F.L.; Henry, T.; Meyer, C.; Chevance, V.; Roblot, V.; Blanchet, E.; Arnould, V.; Grimon, G.; Chekroun, M.; Mabille, L.; et al.
Rapid Contour-based Segmentation for 18F-FDG PET Imaging of Lung Tumors by Using ITK-SNAP: Comparison to Expert-based
Segmentation. Radiology 2018, 288, 277–284. [CrossRef]

21. Rundo, L.; Stefano, A.; Militello, C.; Russo, G.; Sabini, M.G.; D’Arrigo, C.; Marletta, F.; Ippolito, M.; Mauri, G.; Vitabile, S.; et al. A
fully automatic approach for multimodal PET and MR image segmentation in gamma knife treatment planning. Comput. Methods
Programs Biomed. 2017, 144, 77–96. [CrossRef] [PubMed]

22. Chen, L.; Shen, C.; Zhou, Z.; Maquilan, G.; Albuquerque, K.; Folkert, M.R.; Wang, J. Automatic PET cervical tumor segmentation
by combining deep learning and anatomic prior. Phys. Med. Biol. 2019, 64, 085019. [CrossRef]

23. Li, L.; Zhao, X.; Lu, W.; Tan, S. Deep Learning for Variational Multimodality Tumor Segmentation in PET/CT. Neurocomputing
2020, 392, 277–295. [CrossRef]

24. Bundschuh, L.; Prokic, V.; Guckenberger, M.; Tanadini-Lang, S.; Essler, M.; Bundschuh, R.A. A Novel Radiomics-Based Tumor
Volume Segmentation Algorithm for Lung Tumors in FDG-PET/CT after 3D Motion Correction-A Technical Feasibility and
Stability Study. Diagnostics 2022, 12, 576. [CrossRef]

25. Tunali, I.; Gillies, R.J.; Schabath, M.B. Application of Radiomics and Artificial Intelligence for Lung Cancer Precision Medicine.
Cold Spring Harb. Perspect. Med. 2021, 11, a039537. [CrossRef]

26. Wu, G.; Jochems, A.; Refaee, T.; Ibrahim, A.; Yan, C.; Sanduleanu, S.; Woodruff, H.C.; Lambin, P. Structural and functional
radiomics for lung cancer. Eur. J. Nucl. Med. Mol. Imaging 2021, 48, 3961–3974. [CrossRef]

27. Jouanjan, L.A.; Thomas, L.; Zsoter, N.; Essler, M.; Bundschuh, R.A. FDG-PET bei Lungenkrebs; kann uns die Texturanalyse helfen,
malignes Gewebe besser abzugrenzen? Nuklearmedizin 2020, 59, 170.

28. Brooks, F.J.; Grigsby, P.W. The effect of small tumor volumes on studies of intratumoral heterogeneity of tracer uptake. J. Nucl.
Med. 2014, 55, 37–42. [CrossRef]

29. Bazanez-Borgert, M.; Bundschuh, R.A.; Herz, M.; Martinez, M.J.; Schwaiger, M.; Ziegler, S.I. Radioactive spheres without inactive
wall for lesion simulation in PET. Z. Med. Phys. 2008, 18, 37–42. [CrossRef]

30. Wang, F.; Liu, C.; Vidal, I.; Mana-Ay, M.; Voter, A.F.; Solnes, L.B.; Ross, A.E.; Gafita, A.; Schaeffer, E.M.; Bivalacqua, T.J.; et al.
Comparison of Multiple Segmentation Methods for Volumetric Delineation of Primary Prostate Cancer with Prostate-Specific
Membrane Antigen-Targeted (18)F-DCFPyL PET/CT. J. Nucl. Med. 2024, 65, 87–93. [CrossRef]

31. Grefve, J.; Soderkvist, K.; Gunnlaugsson, A.; Sandgren, K.; Jonsson, J.; Keeratijarut Lindberg, A.; Nilsson, E.; Axelsson, J.; Bergh,
A.; Zackrisson, B.; et al. Histopathology-validated gross tumor volume delineations of intraprostatic lesions using PSMA-positron
emission tomography/multiparametric magnetic resonance imaging. Phys. Imaging Radiat. Oncol. 2024, 31, 100633. [CrossRef]
[PubMed]

32. Bundschuh, R.A.; Wendl, C.M.; Weirich, G.; Eiber, M.; Souvatzoglou, M.; Treiber, U.; Kubler, H.; Maurer, T.; Gschwend, J.E.;
Geinitz, H.; et al. Tumour volume delineation in prostate cancer assessed by [(11)C]choline PET/CT: Validation with surgical
specimens. Eur. J. Nucl. Med. Mol. Imaging 2013, 40, 824–831. [CrossRef] [PubMed]

33. Daisne, J.F.; Duprez, T.; Weynand, B.; Lonneux, M.; Hamoir, M.; Reychler, H.; Gregoire, V. Tumor volume in pharyngolaryngeal
squamous cell carcinoma: Comparison at CT, MR imaging, and FDG PET and validation with surgical specimen. Radiology 2004,
233, 93–100. [CrossRef] [PubMed]

34. Tixier, F.; Le Rest, C.C.; Hatt, M.; Albarghach, N.; Pradier, O.; Metges, J.P.; Corcos, L.; Visvikis, D. Intratumor heterogeneity
characterized by textural features on baseline 18F-FDG PET images predicts response to concomitant radiochemotherapy in
esophageal cancer. J. Nucl. Med. 2011, 52, 369–378. [CrossRef]

35. Cook, G.J.; Yip, C.; Siddique, M.; Goh, V.; Chicklore, S.; Roy, A.; Marsden, P.; Ahmad, S.; Landau, D. Are Pretreatment 18F-FDG
PET Tumor Textural Features in Non-Small Cell Lung Cancer Associated with Response and Survival After Chemoradiotherapy?
J. Nucl. Med. 2013, 54, 19–26. [CrossRef]

36. Nestle, U.; Schaefer-Schuler, A.; Kremp, S.; Groeschel, A.; Hellwig, D.; Rube, C.; Kirsch, C.M. Target volume definition for
18F-FDG PET-positive lymph nodes in radiotherapy of patients with non-small cell lung cancer. Eur. J. Nucl. Med. Mol. Imaging
2007, 34, 453–462. [CrossRef]

37. Bland, J.M.; Altman, D.G. Statistical methods for assessing agreement between two methods of clinical measurement. Lancet 1986,
1, 307–310. [CrossRef]

38. Bland, J.M.; Altman, D.G. Applying the right statistics: Analyses of measurement studies. Ultrasound Obstet. Gynecol. 2003, 22,
85–93. [CrossRef]

39. Hyslop, N.P.; White, W.H. Estimating precision using duplicate measurements. J. Air Waste Manag. Assoc. 2009, 59, 1032–1039.
[CrossRef]

40. Forkman, J. Estimator and Tests for Common Coefficients of Variation in Normal Distributions. Commun. Stat.—Theory Methods
2009, 38, 233–251. [CrossRef]

41. Zwanenburg, A. Radiomics in nuclear medicine: Robustness, reproducibility, standardization, and how to avoid data analysis
traps and replication crisis. Eur. J. Nucl. Med. Mol. Imaging 2019, 46, 2638–2655. [CrossRef] [PubMed]

https://doi.org/10.1007/s00259-006-0363-4
https://doi.org/10.1148/radiol.2018171756
https://doi.org/10.1016/j.cmpb.2017.03.011
https://www.ncbi.nlm.nih.gov/pubmed/28495008
https://doi.org/10.1088/1361-6560/ab0b64
https://doi.org/10.1016/j.neucom.2018.10.099
https://doi.org/10.3390/diagnostics12030576
https://doi.org/10.1101/cshperspect.a039537
https://doi.org/10.1007/s00259-021-05242-1
https://doi.org/10.2967/jnumed.112.116715
https://doi.org/10.1016/j.zemedi.2007.06.001
https://doi.org/10.2967/jnumed.123.266005
https://doi.org/10.1016/j.phro.2024.100633
https://www.ncbi.nlm.nih.gov/pubmed/39286772
https://doi.org/10.1007/s00259-013-2345-7
https://www.ncbi.nlm.nih.gov/pubmed/23389430
https://doi.org/10.1148/radiol.2331030660
https://www.ncbi.nlm.nih.gov/pubmed/15317953
https://doi.org/10.2967/jnumed.110.082404
https://doi.org/10.2967/jnumed.112.107375
https://doi.org/10.1007/s00259-006-0252-x
https://doi.org/10.1016/S0140-6736(86)90837-8
https://doi.org/10.1002/uog.122
https://doi.org/10.3155/1047-3289.59.9.1032
https://doi.org/10.1080/03610920802187448
https://doi.org/10.1007/s00259-019-04391-8
https://www.ncbi.nlm.nih.gov/pubmed/31240330


Diagnostics 2024, 14, 2654 15 of 15

42. Whybra, P.; Zwanenburg, A.; Andrearczyk, V.; Schaer, R.; Apte, A.P.; Ayotte, A.; Baheti, B.; Bakas, S.; Bettinelli, A.; Boellaard,
R.; et al. The Image Biomarker Standardization Initiative: Standardized Convolutional Filters for Reproducible Radiomics and
Enhanced Clinical Insights. Radiology 2024, 310, e231319. [CrossRef] [PubMed]

43. Gang, G.J.; Deshpande, R.; Stayman, J.W. Standardization of histogram- and gray-level co-occurrence matrices-based radiomics
in the presence of blur and noise. Phys. Med. Biol. 2021, 66, 074004. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1148/radiol.231319
https://www.ncbi.nlm.nih.gov/pubmed/38319168
https://doi.org/10.1088/1361-6560/abeea5
https://www.ncbi.nlm.nih.gov/pubmed/33822750

	A tumor volume segmentation algorithm based on radiomics features in FDG-PET in lung cancer patients, validated using surgical specimens
	Lena Bundschuh, Jens Buermann, Marieta Toma, Joachim Schmidt, Glen Kristiansen, Markus Essler, Ralph Alexander Bundschuh, Vesna Prokic
	Nutzungsbedingungen / Terms of use:
	CC BY 4.0  

	Introduction 
	Materials and Methods 
	Patient Population 
	Imaging 
	Target Volume Segmentation 
	Pathological Workup 
	Statistical Analysis 

	Results 
	Discussion 
	Conclusions 
	References

