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Health research: The challenge of
cleaving proteins in the membrane

Regina Fluhrer from the LMU & DZNE in Munich explains an aspect of health
research that concerns how proteases embedded in cellular membranes hydrolyse
other proteins and the challenges they must overcome
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Intramembrane Proteolysis illustrated by Charlotte Spitz
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“Remarkably, despite these additional
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catalysis in their active centre four
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intramembrane proteases.”
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